Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.037; wR factor = 0.099; data-to-parameter ratio = 12.9.
The title compound, C 33 H 42 O 5 , known as xerophenone A {systematic name: (1R,3R,4R,6S,8E,10R)-10-hydroxy-8-[hydroxy(phenyl)methylene]-4-methyl-1,6-bis(3-methylbut-2-en-1-yl)-3-(3-methylbut-3-en-1-yl)-11-oxatricyclo[4.3.1.1 4,10 ]-undecane-7,9-dione} is a naturally occurring rearranged benzophenone compound which was isolated from the twigs of Garcinia propinqua. The absolute configuration was determined by refining the Flack parameter to 0.18 (16). The absolute configurations at positions 1, 3, 4, 6 and 10 of the xerophenone A are R, R, R, S and R. In the molecule, the cyclohexane-1,3-dione, tetrahydro-2H-pyran and tetrahydrofuran rings adopt twisted boat, standard chair and envelope conformations, respectively. The 3-methylbut-3-en-1-yl substituent is disordered over two sets of sites in a 0. 771 (11):0.229 (11) ratio. An intramolecular O-HÁ Á ÁO hydrogen bond generates an S(6) ring motif. In the crystal, molecules are linked by O-HÁ Á ÁO and weak C-HÁ Á ÁO interactions into a chain along the a axis. A very weak C-HÁ Á Á interaction and CÁ Á ÁO short contact [2.989 (2) Å ] are also present.
Related literature
For bond-length data, see: Allen et al. (1987) . For ring conformations, see : Cremer & Pople (1975) . For hydrogenbond motifs, see: Bernstein et al. (1995) . For background to plants in the Clusiaceae family, bioactive metabolites and their biological and pharmacological activities, see : Castardo et al. (2008) ; Henry & Jacobs (1995) ; Nguyen et al. (2011); Phongpaichit et al. (1994) ; Suksamrarn et al. (2006) ; Thoison et al. (2005) ; Xu et al. (2010) ; Yu et al. (2007) . For the stability of the temperature controller used in the data collection, see : Cosier & Glazer (1986) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg4 is the centroid of the C28-C33 ring. Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 
Chantrapromma Comment
Garcinia belongs to the Clusiaceae family which is well recognized to produce a variety of biological active metabolites including xanthones (Phongpaichit et al., 1994) , flavanones (Castardo et al., 2008) , terpenoids (Nguyen et al., 2011) and benzophenones (Thoison et al., 2005; Xu et al., 2010) . Several of these compounds possess interesting biological and pharmacological activities, such as antimicrobial (Xu et al., 2010) , antidepressant and anti-HIV (Xu et al., 2010) , antioxidant (Yu et al., 2007) and also cytotoxic (Suksamrarn et al., 2006) activities. During the course of our study of bioactive compounds from medicinal plants, the title compound (I), known as xerophenone A (Henry & Jacobs, 1995) was isolated from the twigs of G. propinqua which were collected from Chiang Rai province in the northern part of Thailand. Herein the crystal structure and absolute configuration of (I) was reported.
The title compound (I), C 33 H 42 O 5 , is a rearranged benzophenone and an isoprenylated derivative of 11-oxatricyclo- (Fig. 1 ). An intramolecular O1-H1O1···O2 hydrogen bond (Table 1) generates an S(6) ring motif (Bernstein et al., 1995) . The bond distances in (I) are within normal ranges (Allen et al., 1987) . The absolute configuration at atoms C1, C3, C4, C6 and C10 or at positions 1, 3, 4, 6 and 10 of the xerophenone A are R,R,R,S,R configurations.
In the crystal (Fig. 3 ), molecules are linked by O-H···O hydrogen bonds and weak C-H···O interactions (Table 1) forming an R 2 1 (7) motif which connected the molecules into a chain along the a axis. A C-H···π interaction (Table 1 ) and a C27···O4 i short contact [2.989 (2) Å] are observed.
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Experimental
Twigs of G. propinqua (1.90 Kg) were successively extracted with acetone over the period of 3 days at room temperature to provide the crude acetone extract (183.72g) which was subjected to quick column chromatography over silica gel and eluted by gradients of EtOAc-hexanes (100% hexanes to 100% EtOAc) to yield fourteen fractions (A-N). Fraction B (268.0 mg) was subjected to sephadex LH-20 using CH 3 OH as eluent to afford compound (I) (21.8 mg) as white solid.
Colorless plate-shaped single crystals of the title compound suitable for x-ray structure determination were recrystallized from CH 2 Cl 2 :acetone (1:1 v/v) by the slow evaporation of the solvent at room temperature after several days, m.p. for CH 2 and 0.96 Å for CH 3 atoms. The U iso (H) values were constrained to be 1.5U eq of the carrier atom for methyl H atoms and 1.2U eq for the remaining H atoms. A rotating group model was used for the methyl groups. The 3-methyl-3-buten-1-yl substituent was found to be disordered over two sites in a 0.771 (11): 0.229 (11) occupancy ratio.
In the final refinement, distance restraints were used for the disordered components. 2079 Friedel pairs were used to determine the absolute configuration.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 );
program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

